% 15 # SR SEE 4RI

@ JIEE AT R i

Yukako HATTORI (Program-Specific Associate Professor)

W R R E: DWOREREE R L EELEIC R O

(Study on environmental adaptation mechanisms underlying animal developmental

processes
5 "Eﬁi%%"‘ (Developmental Biology)
fRHEIEZERE (Graduate School of Biostudies

59 %H:
BALEE:
AIREDHERS :

I,mtAr,.Qd,u_c;UQn of 15th-batch Hakubi Researchers

@ /u—,vE (fEkE)  Global Type

R%Bﬁ%ﬁ%[‘mﬁi Bl 2e R (Graduate School of Biostudies, Kyoto University)

WER LIS MEMREMIFAEL, Thenitih b
REGEIE L TEETWET, fIzIE FLERECAN
Yoo AT ABED. ZEBROEROHTHRE L
Be0Ed. LA L. ZRZENosWh o sz
B2 ED XD i D ELF R O % k% R & H
FTON, FOFMIIEZIEAEHOMIENTVERA,
Z 2 TR, BRIEOMTHRHITREICEH L, WD
BICHIG T B AR, TOLEMEOMY 2 HIGL T
T4, BRI, BRRCTOMOME (&) »RZ%
By awya v NIERMOBR T, RIESEE D%k
Pz BT FRBOMINICI ) MATEE L £
7os WAEDY gy Y a NI Y RO RIIEERECME
MUEDEEZH-THBEI LN, ZN5 OHEEDMH
Mb#EDTHWET, AB T Y27 b TIE. REHEIGIC

BIZTEMO R KRS (7 0~ F ) H R 3 3%E R,
AT 2B MR A R OEERAE % L2 MO
A HIEL 9

A wide variety of organisms inhabit the Earth, each adapting
to different environments. For example, habitats, diets,
and symbiotic microbes differ greatly even among closely
related species. However, it remains largely unknown what
differences in genetic information contribute to the diversity
of survival strategies. I focus particularly on nutrition as a
key environmental factor, aiming to elucidate the mechanisms
of nutritional adaptation and its diversity. Specifically, I
have been studying the molecular mechanisms that drive
the diversity of nutritional adaptation in closely related
Drosophila (fruit fly) species with different natural diets.
Since yeast and bacteria play an essential role in the growth
of wild Drosophila larvae, 1 have been analyzing their
functions. In the Hakubi Project, I aim to uncover how higher-
order regulation of genetic information, particularly through
chromatin structure, contributes to nutritional adaptation and
how Drosophila-associated yeast and bacteria support organ

development in larvae.
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