In;c

gy
@ iiE
Hiroaki ADACHI (Program-Specific Associate Professor)
NLR S84k % thuts & U7 R S0 % 0 FEBER BRI

(Understanding molecular basis of NLR-mediated immunity in plants)

&% 15 H# ,‘El Sl R I

oduct

JEHH Rt

wRRE:

59 H:
BAKEHE:

KM%Y (Plant Pathology)
JREEFTERE
(Graduate School of Agriculture)

AEEDORES | MR FRFE REEH

ion of; 15th batch Hakubi Researchers

(Graduate School of Agriculture, Kyoto University)

@ /u—,vE (fEkE)  Global Type

FAEMNIRRIC L 2R BHELZITTBY., 1ED
TR PE I R D AR A PE I & o THRE R RE T, Ml
R L) FRNICB W T, RIS 0RO RIES X T

WCHRE S o TV 9. REBICTURA 400 & h3 i
ENb—J, HRBETIIZ L O%A. W3
HFoTwEd, 2F 0, HWIIIAR, HEMEDIT
THRRMN L RERES DD, WEPOHSETLHI L
BTELDTT, A, “ WY —HEEW A EER IS
2 IGEAL T OB B HRIE D X T L OWURE
HEEHBLTWE T,

HE7aY =7 MfgE ik, Hio NLR (nucleotide-
binding leucine-rich repeat) B %iEZHMAKICHEH L.
REWINZ & 2 90 AR RR R 0 % B & SRR o Jhal itk o
Mgz HE LE T, 89S 77 A, AL % v %

HREIEIRAT 2 Bl S &, WO 7 7 ATEHA 5 NLR
D5FHEREE Il L. ARRERTAM 2 #E D, M NLR 5%
ROBEEHHLE T,

Crops suffer devastating damage due to plant diseases.
Therefore, breeding disease-resistant crops is critical for
global food production. In the field of plant pathology, I am
particularly interested in plant immunity research. While
severe plant diseases are reported in agricultural fields,
plants often grow healthily in natural environments. This
suggests that plants possess effective immune systems
against pathogenic microorganisms, allowing them to
protect themselves from diseases. From the perspective of
“coevolution in plant-microbe interactions,” I aim to gain a
fundamental understanding of the plant immune system.

In the Hakubi project, I focus on plant NLR (nucleotide-
binding leucine-rich repeat) immune receptors to understand
the basic mechanisms underlying the diversity of pathogen
recognition and the commonalities of immune induction.
Specifically, by integrating genome analysis, Al and protein
structure analysis, I will predict the molecular functions of
plant NLRs from genome sequence information and assess
their molecular functions to comprehensively elucidate the

plant NLR immune system.
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